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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/4 61,64 6 

Input Set : ji:\sequence 
Output .Set :JW:\CRP3\122 



DATE: 12/26/2000 
TIME : 14:17:03 



3 <iilO> AFPL 



I CANT : Fibrin, In 
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ENTERED 



Grotenciorst, C#ry 
- Neff v , Thomas 

2£ Srn;s iveMm! Growth Fact - or Fragra6nts * m Hethods a - d »-'«-eoi- 

<140> CURRENT APPLICATION NUMBER: 09/461,646 
<141> CURRENT FILING DATE: 1999 -12 -14 
•a50> PRIOR APPLICATION NUMBF? ; 60/112,240 
<151> PRIOR PILING DATE: 199fci-12-14 
<150> PRIOR APPLICATION NUMBER : 60/112,241 
PRIOR FILING DATE: 1998-12-14 



<151> 
<16 0> 
<17 0> 



NUMBER OF SEQ ID NOS : 4 
SOFTWARE: Patent In version 
<2'10> SEO -ID NO: 1 
<2.1 1> LENGTH : 2075 
TYPE : DMA ' 

Homo sapiens 



3.0 



<2.12> 
<2L3> 
<220> 
<221> 
<222> 



ORGANISM: 
FEATURE : 
'HAME/KEY : 
LOCATION : 



CDS 

. . (130) . . (.1176) 

<400> SEQUENCE: - 1 

cccggccgac .agccccgaga cgacagcccg gcgcgtcccg qtccccacct. ccgaeoacrg 
ccagcgctcc aggccccgcg ctccccgctc gccgccaccg cgccctccgc tcegcccgra 
gtgccaacc atg ace gcc gcc. agt atg ggc ccc gtc cgc gtc gcc ttc gtg 
Met Thr. Ala Ala Ser Met Cly Pro Val Arg Va] A3 a phe Val 
7 1 , 5 io 

gtc etc. etc -gcc etc tgc age egg ccg qcc gtc ggc cag aae tgc age • 
Val Leu Leu Ala Leu cys Ser Arg Pro Ala Val Glv GlnAsn Cvs Ser 
15 20 ' 25 ' 30 

ggg ccg tgc egg tgc ccg gac gag ccg gcg ccg cgc tgc ccg n C g ggc 
Gly Pro Cys Arg Cys Pro Asp Glu Pro Ala Pro" Arg Cys Pro Ala Gly 

35 40 4S 

gtg age etc gtg ctg gac ggc tgc ggc tgc tgc cgc gtc tgc gcc aag 
Val Ser Leu Val Leu Asp Gly Cys Gly Cys Cys Arg Val Cvs Ala Lv S 
50 55 60 

gag ctg tgc acc gag cgc gac ccc tgc gac ccg cae aag 
Glu Leu Cys Thr Glu Arg Asp Pro Cys Asp Pro His Lys 

70 75 
tgt gac ttc ggc tec cog gee aae cgc aag ate ggc gtg 
Cys Asp Phe'Cly Ser Pro Ala Asn Arg Lys T]e Gly Val 
85 k go 

tgc acc gcc aaa. gat ggt get ccc tgc ate ttc ggt ggt acg gtg tac 
Cys Thr Ala Lys Asp Gly Ala Pro Cys I.lePhe Gly Glv Thr va] Tyr 
95 100 105 ' iio 

cgc age gga gag toe ttc cag age age tgc aag tac cag tgc acg tgc 
Arg Ser Gly Glu Ser Phe Gin Ser Ser Cys Lys Tyr Gin Cys Thr Cvs 
115 120 . J25 ^ 



cag ctg ggc 
Gin Leu Gly 
65 

ggc etc ttc 
Gly Leu Phe 
80 



60 
120 
.17*1 



2.19 



267 



315 



36 3 



411 



459 



507 
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RAW SEQUENCE LISTING DATE : J 2/26/2000 

j PATENT APPLICATION: US/09/4 61,64 6 TIME: 14:17:03 

Input .Set : A:\sequence 

Output Set: N:\CRF3\12262000\I461646.raw 

70 ctg gac ggg gcg gtg ggc tgc atg ccc ctg t;gc age atg gac gtt cgt 555 
7 1 Leu Asp Gly Ala Val Gly Cys Met Pro Leu Cys Ser Met Asp Val Arg 
72 .130 135 14 0 

74 ctg ccc age cct. gac. tgc j£cc ttc. ccg agg agg gtc aag ctg ccc ggg 603 
7 5 Leu Pro Ser Pro Asp CysAro Phe Pro Axg Arg Val Lys Leu Pro Gly 
76 • ' 145 JT 150 - 155 

78 aaa tgc tgc gag gag .^fgg gtg tyt gac gag ccc aag gac caa acc gtg 651 * 

79 Lys Cys Cys Glu Glu^Trp Val Cys Asp Glu Pro Lys Asp Gin Thr Val 

80 J 160 S 165 170 

32 gtt ggg cct gec etc gcg get tac cga ctg gaa gac "acg ttt ggc cca 699 

83 Val Gly . Pro Ala' Leu Ala Ala Tyr Arg Leu Glu Asp Thr Phe Gly Pro 

84 175 v 100 185 - 190 

86 gac cca act atg att aga gec uac tgc ctg gtc cag acc aca yag tgg .74 7 

87 Asp Pro Thr Met lie Arg Ala Asn Cys Leu Val Gin Thr Thr Glu Trp 

88 195 200 205 

90 age gec tgt tec aag acc tgt ggg atg ggc ate tec acc egg gtt acc 795 

91 Ser Ala Cys Ser Lys Thr Cys Gly Met Gly lie Ser Thr Arg Val Thr 

92 210 215 220 

94 aat gac aac "gee tec tgc agg eta gag aag cag age cgc ctg tgc atg 84 3 

95 Asn Asp Asn Ala Ser Cys Arg Leu Glu Lys Gin Ser Arg Leu' Cys Met 

96 225 -. 230 ~ " 235 

98 gtc agg cct tgc gaa get gac ctg gaa gag aac att aag aag ggc aaa 891 

99 Val Arg Pro Cys- Glu Ala Asp Leu Glu Glu Asn lie Lys Lys Gly Lys 

100 240 245 250 

102 aag tgc ate cgt act ccc aaa ate tec aag cct ate- aag ttt gag ctt 939 

103 Lys Cys He Arg Thr Pro Lys He Ser Lys Pro lie Lys Phe Glu Leu 
.104 '25 5 .. - - " 26 0 265 270 

106' tct ggc tgc acc age atg aag aca tac cga get aaa ttc tgt gga gta 987 

107 Ser Gly Cys Thr Ser Met Lys Thr Tyr Arg Ala Lys Phe Cys Gly Val 

108 ' ' 275 . . 280 285 * 

110 tgt acc gac ggc-.-cga tgc tgc acc ccc cac aga acc acc acc ctg ccg 1035 

111 Cys Thr Asp. Gly' Arg Cys Cys Thr Pro His Arg Thr Thr Thr Leu Pro 

112 290 295 • 300 

114 gtg gag ttc aag tgc cct gac ggc gag gtc atg aag aag aac atg atg 1083 
.115 Val Glu Phe Lys Cys Pro Asp Gly Glu Val Met Lys Lys Asn 1 Met Met 
116 ■ '' 305 310 . 315 .'■*'" 

118 ttc ate aag acc tgt gec tgc cat tac aac tgt ccc gga gac aat gac' , 1131 ' 

119 Phe He Lys Thr Cys Ala Cys His Tyr Asn Cys Pro Gly Asp Asn Asp 
.120 320 . 325 330 

122 ate ttt gaa teg ctg tac tac agg aag atg tac gga gac atg gca 1176 

123 Tie Phe Glu Ser Leu Tyr Tyr Arg Lys Met Tyr Gly Asp Met Ala 

124 335 - 34 0. 345 

126 tgaagocago gagtgagaga cattaactca ttagactgga . acttgaactg .attcacatct 1236 
.128 catttttceg taaaaatgat ttcagtagca caagttattt aaatctgttt ttctaactgg 1296 
130 gggaaaagat tcccacccaa ttcaaaacat tgtgccatgt caaacaaata gtctatcttc 1356 
132 cccagacact ggtttgaaga atgttaagac ttgacagtgg aactacatta gtacacagca 1416 
134 ccagaatgta tattaaggtg tggctttagg agcagtggga gggtacegge ccggttagta 14 76 
136 tcatcagatc gactcttata cgagtaatat gectgetatt tgaagtgtaa ttgaga'agga 1536 
138 aaattttagc gtgctcactg acctgcctgt agccccagtg acagctagga tytgeattet ' 1596 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/4 61,64 6 



DATE : 12/26/2000 
TIME!: 1.4:17:03 



Input Set : 
Output Set: 



A:\sequence 

N:\CRF3\12 262000\14 6164 6.raw 



140 


ccagccatca 


agagactgag tcaagttgtt 


. ccttaagtca 


gaacagcaga ■ 


ctcagct.ctg 


14 2 


acattctgat 


tcgaatgaca ctgttcagga 


i atcggaatcc 


tgtcgattag . 


aetggacagc 


144 


ttgtggcaag 


tgaatttgcc tgfcaacaayc 


: cagatttttt 


aaaafcttata 


ttgtaaatat 


146 


'.tgtytgtgtg 


tgtgtgtgtg ta 


ttata ta t a 


i tatatatgta 


cagttatcta - 


fjgttaattta 


148 


aagttytt/q 


tgccttttta 


ztttytttt 


taatgctttg 


atatttcaat ' 


yttagcctca 


150 


atttctgan'c 


accataggtjf gaatgtaaay 


[ cttgtctgat 


cgttcaaagc . 


atgaaatgga 


152 


tacttatatg 


yaaattctd 


fc tcayatagaa 


i tgacagtccg 


tcaaaacaga 


ttgtttgcaa 


154 


aggggaggca 


tcagtgtctt yycaggctya 


i tttctaygta 


ggaaatgtgg 


tagctcacg 


157 


<210> SEVJ ID NO: 


: 2 
























158 


<211> LENGTH: 349 
























159 


<212> TYPE: 


PRT 


























160 


<213> ORGANISM: 


Homo sapiens 


















162 


<4 00> SEQUENCE: 


2 ' 
























i 6 4 


Met 


Thr 


Ala 


Ala 


Ser 


Met 


Gly 


Pro 


Val 


Arg 


Val 


Ala 


Phe 


val 


Va 1 


Leu 


165 


1 








5 










10 










15 




168 


Leu 


Al a 


Leu 


Cys 


Ser 


Arg 


Pro 


Ala 


Va 1 


Gly 


Gin 


Asn 


Cys 


Ser 


Gly 


Pro 


169 








20 










25 










30 






172 


Cys 


Arg 


Cys 


Pro 


Asp 


Glu 


Pro 


Ala 


Pro 


ftrn 

- ■ j - y 


Cys 


Pro 


Ala 


Gly 


Val 


Ser 


.173 






3,5 










4 0 










45 








176 


Leu 


Val 


'Leu 


Asp 


Gly 


Cvs 


Gly 


Cys 


Cys 


Arcj 


Val 


Cvs 


Ala 


Lys 


Glu 


Leu 


M 77 




50 










5 5 










60 










180 


Glv 


Glu 


Leu 


• Cys 


Thr 


Gl u 


Arg 


Asd 


Pro 


r'vq 


Asp 


Pro 


His 


Lvs 


Glv 


Leu 


18.1 


65 










70 










75 










80 


184 


Phe 


Cys 


Asp 


Phe 


Gly 


Ser 


Pro 


Ala 


Asn 


Ai'g 


Ly s 


lie 


Gly 


Val 


Cys 


Thr 


165 








85 










90 










95 




18 8 


Ala 


Lys 


Asp 


Gly 


Ala 


Pro 


Cys 


lie 


Phe 


Glv 


Glv 
* 


Tlir 


val 


Tvr 


Ara 


Ser 


3 89 








TOO 










10 5 










110 






192 


Glv 


Glu 


Ser 


Phe 


Gin 


Ser' 


Ser 


Cys 




Tv r 


Gin 


Cvs 


Thr 


C v s 


Leu 


Asp 


19 3 






115 










120 










125 








196 


Gly 


Ala 


val 


Gly 


Cys 


Met 


Pro 


Leu 


Cys 


Ser 


Met 


Asp 


val 


Arg 


Leu 


Pro 


197 




130 










135 










140 










200 


Ser 


Prb 


Asp 


Cys v Pro 


Phe 


Pro 


Arg 


Arg 


val 


Lys 


Leu 


Pro 


Gly 


Lys 


Cys. 


201 


14 5 










150 










155 










160 


204 


Cys 


Glu 


Glu 


Trp 


Val 


Cys 


Asp 


Glu 


Pro 


Lys 


Asp 


Gin 


Thr 


Val 


Val 


Gly 


205 










165 








170 










175 




208 


Pro 


Ala 


Leu 


Ala 


Ala 


Tyr 


Arg 


Leu 


Glu 


■Asp 


Thr 


Phe. 


Gly 


Pro 


Asp 


Pro 


209 








180 










185 










190 






212 


Thr 


Met 


lie 


Arg 


Ala 


Asn 


Cys 


Leu 


Val 


Gin 


Thr 


Thr 


Glu 


Trp 


Ser 


Ala 


213 






195 










200 










205 








216 


Cys 


Ser 


Lys 


Thr 


Cys 


Gly 


Met 


Gly 


lie 


Ser 


Thr 


Arg 


Val 


Thr 


Asn 


Asp 


217 




210 










2.15 










220 










220 


Asn 


Ala 


Ser 


Cys 


Arg 


Leu 


Glu 


Lys 


Gin 


Ser 


Arg 


Leu 


Cys 


Met 


Val 


Arg 


221 


225 










230 










235. 










240 


224 


Pro 


Cys 


Glu 


Ala 


Asp 


Leu 


Glu 


Glu 


Asn 


lie 


Lys 


Lys 


Gly 


Lys 


Lys 


Cys 


225 










24 5 










250 










255 




228 


lie 


Arg 


Thr 


Pro 


Lys 


lie 


Ser 


Lys 


Pro 


lie 


Lys 


Phe 


Glu 


Leu 


Ser 


Gly 


229 








260 










26 5 










270 






232 


Cys 


Thr 


Ser 


Met 


Lys 


Thr 


Tyr. 


Arg 


Ala 


Lys 


Phe 


Cys 


Gly 


Val 


Cys 


Thr 


233 






275 










280 










285 









1656 
1716 
1776 
1836 
1896 
1956 
2016 
2075 
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RAW SEQUENCE LISTING 

PATENT APPLICATION : US/09/461,646 



DATE: :i 2/26/2000 
TIME: 14:17:03 



input Set : 
Output Set: 



A: \sequence 1 . 
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RECEIVED 

JAN 0 8 2001 



236 


Asp 


Gly 


Arg 


Cys 


Cys 


Thr 


Pro 


His 


Arg 


Thr 


Thr 


Thr 


Leu 


Pro 


Val 


Glu ' 




237 




290 










29'5 










300 












240 


Phe 


Lys 


Cys 


Pre 


Asp 


Gly Glu 
310*? 


Val 


Met 


Lys 


Ly s 


Asn 


Met 


Met 


Phe 


He 




241" 


305 
















315 










320 , 




24 4 


Lys 


Thr 


Cys 


Ala 


Cys 




Tyr 


Asn 


Cys 


Pro 


Gly 


Asp 


Asn 


Asp 


He 


Phe 




24 5 










325 


7 








330 










335 






248 


Glu 


Ser 


Leu 


Tyr 


Tyr ^rg 


Lys 


Met 


Tyr 


Gly 


Asp 


Met 


Ala 










249 








34 0 


y 








34 5 


















252 


<210> SfcTp ID NO 


3 


























253 


<211> LENGTH: 14.V5 


























254 


<212> TYPE: 


DMA 




























255 


<213> ORGANISM: 


Homo sapiens 




















257 


<220> FEATURE: 




























258 


<221> NAME/KEY: 


CDS 


























259 


<222> LOCATION: 


(1) 


. (516) 






















261 


<400> SEQUENCE: 


3 


























262 


gcc* 


etc 


oca 
y '-y 


get 


tac 


eg a 


ctg 


gaa 


gac 


a eg 


ttt 


ggc 


cea 


gac 


cea 


act 


48 


263 


Ala 


Leu 


Ala 


Ala 


Tyr 


Arg 


Leu 


Glu 


Asp 


Thr 


Phe 


Gly 


Pro 


Asp 


Pro 


Thr 




264 


1 








5 










10 










15 






266 




at t 


Vga 


gee 


aac 


tgc 


ctg 


q tc 


cag 


acc 


aca 


gag 


tgg 


age 


gee 


tgt 


96 


267 


Met 


lie 


Arg 


Ala 


Asn 


Cys 


Leu 


Val 


Gin 


Thr 


Thr 


Glu 


Trp 


Ser 


Ala 


Cys 




268 








20 










25 










30 








270 


tec 


aag 


acc 


tgt 


909 


atg 


ggc 


ate 


tec 


acc 


egg 


gtt 


acc 


aat. 


gac 


aac 


14 4 


271 


Ser 


Lys 


Thr 


Cys 


Gly 


Met 


Gly 


He 


Sex- 


Thr 


Arg 


Val 


Thr 


Asn 


Asp 


Asn 




272 






35 










40 










45 










274. 


,gcc 


tec 


tgc 


agg 


eta 


gag 


aag 


eag 


age 


cgc 


ctg 


tgc 


atg 


gtc 


agg 


cct 


i<b 


275 


Ala 


Ser 


Cys 


Arg 


Leu 


Glu 


Lys 


Gin 


Ser 


Arg 


Leu 


Cys 


Met 


Val 


Arg 


Pro 




276 




"50 










55 










60 












278 


tgc 


gaa 


get 


gac 


ctg 


gaa 


gag- 


aac 


att 


aag 


aag 


ggc 


aaa 


aag 


tgc 


ate 


240 


279 


Cys 


Glu 


Ala 


Asp 


Leu 


Glu 


Glu 


Asn 


He 


Lys 


Lys 


Gly 


Lys 


Lys 


Cys 


lie 


i 


280 


65 










70 










75 










80 


'* 


282 


cgt 


act 


ccc 


aaa 


ate 


tec 


aag 


cct 


ate 


aag 


ttt 


gag 


ctt 


tct 


r ggc 


tgc . 


2 88 


283 


Arg 


Thr 


Pro 


Lys 


Tie 


Ser 


Lys 


Pro 


He 


Lys 


Phe 


Glu 


Leu 


Ser 


Gly 


Cys 




284 










85 










90 










95 






286 


acc 


age 


atg 


aag 


aca 


tac 


ega 


get 


aaa 


ttc 


tgt 


gga 


gta 


tgt 


acc. 


gac' a.-. 


■ 336 


287 


Thr 


Ser 


Met 


Lys 


Thr 


Tyr 


Arg 


Ala 


Lys 


Phe 


Cys 


Gly. 


Val 


Cys 


Thr 


ASfJ ' H 




288 








100 










105 










110 








290 


ggc 


ega 


tgc 


tgc 


acc 


ccc 


cac 


aga 


acc 


acc 


acc 


ctg 


ecg 


gt-g 


gag 


ttc 


^ 384 


291 


Gly 


Arg 


Cys 


Cys 


Thr 


Pro 


His 


Arg 


Thr 


Thr 


Thr 


Leu 


Pro 


val 


Glu 


Phe 




292 






115 










120 










125 










294^ 


aag 


tgc 


cct 


gac 


ggc 


gag 


gtc 


atg 


aag 


aag 


aac 


atg 


atg 


ttc 


ate 


aag 


4 32 


295 


Lys 


Cys 


Pro 


Asp Gly 


Glu. Val 


Met 


Lys 


Lys 


Asn 


Met 


Met 


Phe 


He 


Lys 




296 




130 










135 










140 












298 


acc 


tgt 


gee 


tgc 


cat 


tac 


aac 


tgt 


ccc 


99^ 


gac 


aat 


gac 


ate 


ttt 


gaa 


430 


299 


Thr 


Cys 


Ala 


Cys 


His 


Ty r 


Asn 


Cys 


Pro 


Gly 


Asp 


Asn 


Asp 


He 


Phe 


Glu 




300 


145 










150 










155 










160 




302 


teg 


ctg 


tac 


tac 


agg 


aag 


atg 


tac 


gga 


gac 


atg 


gca 


tgaagecaga 




526 


303 


Ser 


Leu 


Tyr 


Tyr 


Arg 


Lys 


Met 


Tyr 


Gly 


Asp 


Met 


Ala 












304 










165 










170 
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RAW SEQUENCE LISTING. 

PATENT APPLICATION : US/0 9/4 61, 64 6 



DATE : .12/26/2000 
TIME:" 34:17 : 03 . 



Input Set : A:\sequence 

Output Set: N:\CRF3\1226200.0\I461646.raw 



306 
308 
3,1 0. 
312 
314 
316 
3.18 
3 20 
322 
324 
326 
'3 28 
330 
332 
334 
337 
338 
339 
340 
342 
344 
345 
348 
349 
352 
353 
356 
357 
360 
361 
364 
365 
368 
369 
372' 
373 
376 
377 
380 
381 
384 
385 



gagtgagaga cattaactca ttagactgga acttgaactg 

taaaaatgat ttcagtagca caagttattt aaatctgttt 

tcccacccaa ttcaaaaca t, tg^tyceatyt caaacaaata 

ggtttgaaga atgttaagac t^gacagtgy aactacatta 

tattaaggtg tggctttayg^geagtggga ggytaccggc 

gactcttata cgagtaataJjTgcctyctatt tgaagtgtaa 

gtgctcactg acctgcctft agccccagty acagctagga 

agagaetgag teaagtty'tt ccttaaytca gaacagcaga 

tcyaatgaba ctgttcagga atcggaatcc tgtcgattag 

tgaatttgcc tg taaca. : ;gc cagatttttt aaaatttata 

tgtgtgtgtg tata batata tatatatgta cagttatcta 

tyccttttta tt;J:ttgtttt taatgcttty atat.ttcaat 

accataggta gaatgtaaag . cttgtctga t cgttcaaagc 

gaaattctgc tcagatagaa tgacaytccg tcaaaacaga 

tcagtgtctL yycayyetga tttctayyta ggaaatytyg 
<2I0> .SRO ID NO: 4 
<211> LENGTH: 172 
<212> TYPE : Pl^T 
<213> ORGANISM: Homo sapiens 
<4 00> SEQUENCE: 4 
Ala Leu Ala 
1 



35 

ALa^Ser Cys 
'50 

Cys Glu Ala 
65 



115 

Lys Cys Pro 

130 
Thr Cys Ala 
145 

Ser Leu Tyr 



attcacatct 
ttctaactgg 
gteta^cttc 
gtacacagca 
ccggttagta 
ttgagaagga 
ty tycattct 
cteayctctg 
actggacagc. 
ttgtaaatat 
ayttaattta 
gttagcctca 
atgaaat.gya 
tty tttgcaa 
tayctcacg 



catttttccg 
gggaaaagat 
cccagacact 
Ccagaatgta 
tcatcagatc 
aaattttagc 
ccagcca Lea 
acattctgat. 
ttgtggcaag 
tgtgtgtgtg 
aagttgttty 
a tttctyaac 
tacttataty 
aggggagyca 



Ala 


Tyr 
5 


Arg 


Leu 


Glu 


Asp 


Thr 
10 


Phe 


Gly 


Pro 


Asp 


Pro 
15 


Thr 


Ala 


Asn 


Cys 


Leu 


Va 1 


Gin 


Thr 


Thr 


Glu 


Trp 


Ser 


A La 


Cys 


20 










25 










30 






Cys 


Gl.y 


Met 


Gly 


Tie 
40 


Ser 


Thr 


Arg 


Val . 


. Thr 
45 


Asn 


Asp 


Asn 


Arg 


Leu 


Glu 


Lys 
55 


Gin 


Ser 


Arg 


Leu 


Cys 
"60 


Mfit 


val 


Arg 


Pro 


Asp 


Leu 


Glu 


Glu 


Asn 


lie 


Lys 


Lys 


Gly 


Lys 


Lys Cys 


He 






70 










75 










80 „ 


Lys; 
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